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Translational research through stool proteome analysis in pediatric surgery
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We have published a scientific paper on potential stool biomarkers for
biliary atresia (Watanabe E, Kawashima Y, Suda W, Kakihra T, Takazawa S, Nakajima D, Nakamura R,
Nishi A, Suzuki K, Ohara O, Fujishiro J. Discovery of Candidate Stool Biomarker Proteins for Biliary
Atresia Using Proteome Analysis by Data-Independent Acquisition Mass Spectrometry. Proteomes, 8(4),
36, 2020). Additionally, we conducted meconium proteome analysis on 259 newborn babies, revealing
differences in meconium protein composition across gestational ages. Furthermore, we developed a
gestational age prediction model based on specific meconium proteins. These findings have been
submitted to Nature Communications as an original article and are currently undergoing revision.
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