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Elucidation of the mechanism of host invasion by parasitic wasps that disrupts
self and non-self recognition.
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The morula of the polyembryonic parasitoid wasp, Copidosoma floridanum
invades host tissue by a histoaffinity manner. Here, this study aimed to elucidate the molecular
mechanism of histoaffinity invasion. First, we attempted to determine the cDNA sequence of the
histoaffinity invasion factor based on the sequence obtained from transcriptome analysis and
determined that. Next, we examined whether this factor is involved in host invasion, we tried to
construct an invasion inhibition experimental system using recombinant proteins, RNA interference,
and specific antibodies. The results showed that invasion into the host was strongly inhibited by
the specific antibodies in relation to the host invasion. Therefore, this study showed that a
previously unknown molecule was involved in histoaffinity invasion.

Copidosoma floridanum
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