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Why can endoRhytic commensal bacteria colonize plants by evading the host
immunity mechanism?
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20,000,000

Allorhizobium vitis
A. vitis VAT03-1 ARK-1

Grapevine crown gall disease is caused by Allorhizobium vitis and can be
suppressed by A. vitis VAT03-1 and ARK-1. Using these antagonist bacteria as materials, we aimed to
elucidate the mechanism by which commencal bacteria establish mutualistic interaction with host
plants to provide a basis for the proper utilization of biocontrol agents. This study showed that
plants exude carbon produced by photosynthesis from their roots and deliver it to the soil, and the
bacteria grow and colonize plant roots by using plant-derived carbon sources and inorganic
substances around the roots. The bacteria then return soil nutrients to their hosts from a
spontaneously dead population. The results also suggest that the immune priming effect of the
colonized bacteria in the host plant may contribute to some extent to disease suppression.
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