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In this stud¥, we aimed to perform in vivo gene and drug screening using
patient-derived xenograft (PDX) models based on zebrafish embryos. First, we re-designed sgRNAs for
CRISPR library construction specialized for the human genome. Next, we investigated the techniques
for creating zebrafish xenografts using various cancer cell lines. We discovered that malignant
lymphoma cell lines showed significant spreading after injection into the duct of cuvier (DOC),
proving suitable for cancer phenotype observation. Additionally, we generated a platform for
analysis of in vivo tumor growth through intracranial injection of glioblastoma PDX lines.
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