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Identification and control of follicular helper T cell clonotype related to
donor specific HLA antibody production
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Chronic antibody-mediated rejection caused by donor specific HLA antibodies

(DSA) remains a factor hindering long-term outcomes. Development of more selective immune control
methods is desired. This study focused on the diversity of receptors (TCR) on follicular helper T
cells (Tth) which should be involved in the first step of immune response, with the goal of
developing innovative methods to suppress and treat chronic rejection that control only T cells
related to the production of DSA.
Using our developed assay, we compared TCR repertoire analysis, single-cell PCR, and single-cell
RNA-seq, and found candidate TCRs that respond through the indirect pathway in recipient PBMCs.
Confirmation of adequate clonal proliferation, identification of TCR chronotypes involved in de novo

DSA production, and switching the immune response on and off will be the next steps. The approach
to the ultimate goal has been clarified.
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Estimation of Sensitization Status in Renal Transplant Recipients by Assessing Indirect
Pathway CD4 + T Cell Response to Donor Cell-pulsed Dendritic Cell.
Iwasaki K, Kobayashi T, et al.Transplantation. 2023 May 1;107(5):1079-1088.
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