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Elucidation of the mechanisms by which endobacteria give symbiotic ability to
Mortierella spp.
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i o We succeeded in culturing Mycoavidus sp. S2-EB, which is the BRE of
Mortierella humilis S2. Mycoavidus sp. S2-EB was found to carry 2,575,677 bp chromosomes and 99,085
bp plasmids.

Confrontation culture of M. verticillata YTM181BF1 + Mycoavidus sp. S2-EB was performed on LCA
medium. Originally, the BRE endogenous to M. verticillata YTM181 belongs to Group C, but what was
detected after the confrontation culture was the BRE belonging to Group A used in the reintroduction
method.

This result indicates the possibility of successful reintroduction of BRE into Mortierella spp.
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Query length (bp) Top hit

M. humilis S2BF2 6 4385 BRE from M. exigua YTM 171
M. humilis YI11BF3 3 501 BRE from M. humilis Y TM 187
M. humilisY111BF3 4 476 BRE from M. humilis Y TM 187
M. humilisY111BF3 6 440 BRE from M. humilis Y TM 187
M. verticillata Y TM 181BF1 5 125 BRE from M. humilis Y TM 187
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