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Various chromosome segaregation among different cell types
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The stable chromosome segregation is necessary for any organisms to maintain

life. Since this is a common event in all organisms, chromosome segregation was expected to occur
by a common mechanism in all organisms and cells. However, analysis of diverse organisms has
suggested that different cells have different mechanisms. In this study, we used mice to analyze
whether the requirement for binding of certain kinase proteins differs between mouse developmental
processes and cultured cells. As a result, we obtained important results that the importance of
CENP-C and CENP-A binding differs between differentiated cells and cells in developmental processes
in the same mouse. This suggests that the form of chromosome segregation changes in each cell type.
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