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Molecular mechanisms of the left-right asymmetry in the paired organs: A study
focused on the forewings of the Japanese bell cricket
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This study focused on the asymmetrical formation of the pronotum in the
forewings of Homoeogryllus japonicus, Japanese bell cricket belonging to the family Gryllidae. It
aimed to clarify the molecular basis for the left-right asymmetry in the paired organs. As a result
of this project, we were able to identify the timing of the formation of the sound-producing organs.

Using the timing as an indicator, we performed RNA-seq analysis of the forewings of Japanese bell
cricket. Then, we could list the genes whose expression levels differed between the left and right
forewings. Then, we performed a comprehensive gene function analysis by RNAiI method and identified
the genes involved in the left-right asymmetry in the forewings.



AR LY (EAIEXH)

SEM



(
24
RNA-seq
30
RNAi

Homoeogryllus japonicus

RNA

RNA-seq

RNAI

RNA

RNA-seq

paired end



24
48
RNA-seq
RNA-seq
3 X x Dbiological
replicate 5 samples 30 RNA
RNA-seq
RNAi
A
3
1
N50

1.6Gb



Nakamura Taro Ylla Guillem Extavour Cassandra G 50

Genomics and genome editing techniques of crickets, an emerging model insect for biology and 2022
food science

Current Opinion in Insect Science 100881 100881

DOl
10.1016/j .cois.2022.100881

Gryllus bimaculatus

2021

93

2022







