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Development of RNA degradation inducers and their application study
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Recently, non-cording RNAs (ncRNAs) have attracted much attention because
many researches have suggested that their abnormal expression and dysfunction are involved in
several diseases. Therefore, ncRNAs are promising targets for next-generation drugs. In this study,
we attempted to develop RNA degradation inducers, aiming at drug discovery and to perform their
application study. Based on RNA degradation mechanism by ribonuclease H (RNase H), which is an
RNA-degrading enzyme, we designed and synthesized RNA degradation inducers. As a result of
evaluation of them, we identified compounds which selectively degrade RNA over DNA.
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