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Study on the molecular basis that defines organ regenerative ability in an
anuran amphibian (Xenopus laevis)

Kubo, Takeo

5,000,000

(€)) FGF10
4 2
o ini?
® ®)

We analyzed the molecular basis and cellular dynamics to explore the
molecular factors determining organ regenerative ability in Xenopus laevis tadpoles. In this
research period, (1) We identified the steap4+ cell population as a candidate cell population
associated with enhanced morphogenesis by FGF10 after tadpole limb bud amputation. (2) We identified

immune cells able to promote larval tail regeneration and a gene essential for their function. (3)
We previously showed that illl is essential In tadpole tail regeneration. Here we showed that its
receptor is also important for tail regeneration. (4) We first established and improved a knock-in
method in X. laevis. (5) We established a method for enrichment and fractionation of tissue stem
cells of regenerating tadpole tails by side-population method. The results of each research subject
were published in international journals.
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