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Multiomics analysis of neurological diseases using neural progenitor cells
directly derived from urinary cells
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This study focuses on human urine-derived cells (hUDCs). The expression
profiles of hUDCs and skin fibroblasts, which is the gold standard for current multiomics analysis,
are very similar. It was clarified that hUDCs are clinically accessible tissues that can be obtained

non-invasively, have succeeded in establishing iPS cells from hUDCs, and can be expanded to further
functional analysis.
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Genome sequencing and RNA sequencing of urinary cells reveal an intronic FBN1 variant causing
aberrant splicing
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