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The development of new antibody drug discovery design by means of the bond
replacement system based on the structure information

Uzawa, Narikazu
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In this research, we attempted to generate the new antibody drug modeled on
Cetuximab which was used for treatment of oral cancer. Concretely, based on the structural
information of protein, the iso-peptide bond was replaced the disulfide bond which was an obstacle
to expression the recombinant of antibody with Escherichia coli.The structure information was
suggested that to form the iso-peptide bond was of importance as the following three point; the
distance of main chain was about 7.7 A catalytic residue was acidic amino acids and environmental
construction was Hydrophobic amino acids like Phenylalanine. The recombinant protein designed to the
feature of iso-peptide was possible to expression in Escherichia coli, the other side, most of them
was insoluble minutes. From now on, we will attempt to sophisticate the quality of the recombinant.
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