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P>>N

Large-scale human genome data has two major characteristics; (i) limited
fractions of the human genome variations only affects human disease risk, (ii) numbers of the human
genome variations are much larger than those of samples (i.e., P>>N problem). Statistical genetics
handles human population genome data as input, which can be described as simple graphs. We
considered that these graphs can be solved by operations researches. This project aims re-annotation

of large-scale human genome data by integration of statistical genetics and operations research
through iterdisciplinary cooperative studies.
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