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Gene expression analysis of phytoplasmas in insect tissues
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Phytoplasmas are transmitted by insect vectors in a persistent propagative
manner. However, detailed mechanisms underlying insect transmission remain elusive. In this study,
we constructed a system to analyze gene expression in each dissected tissue from a single insect.
Using this system, we found several phytoplasma genes with different expression patterns in insect
tissues. Furthermore, functional analysis of an effector involved in insect attraction revealed that

a single amino acid mutation determines the function of its effector and that it transports target
proteins to the proteasome for degradation without ubiquitin-mediated pathway.
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