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Comprehensive analysis of genomic regions involved in gene expression regulation
related to juvenile-adult phase transition
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For all crops, the timing of thedjuvenile—adult phase transition is
important for yield and quality optimization. Rice, a model crop, is thought to enable a strict
critical daylength response by integrating light and circadian clock signals. The purpose of this
study is comprehensively analyzing the enhancer elements involved in gene expression control by
light and circadian clock and clarify the mechanism of gene expression that controls juvenile-adult
phase transition by combining a few NGS analyzes. ChIP-seq with phytochrome showed time-specific
peaks upstream of some genes that are involved in light responses and circadian clock, although
peaks of genes expressing in minor cells were not detected. In the future, more detailed analysis

will be required, such as by single cell analysis.
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