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Elucidation of genomic behavior in gametogenesis of fertile triploid loach
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Most of triploid fishes are sterile because of aberrant meiosis. In_some
parts of Japan, natural triploid dojo loaches Misgurnus anguillicaudatus (genomic constitution: AAB)
exist and they produce haploid eggs (A) since B genome is excluded before meiosis. Existence of
different genomes in germ cell should generate such atypical gametogenesis. The characteristics of
gametogenesis in triploid with three different genomes (ABC) are unknown. We generated triploid
(ABC), using Paramisgurnus dabryanus as C genomes. We developed FISH probe to identify C genomes and
some DNA markers for species or group identification.
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