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Development of novel genome editing method to reduce genetic mosaicism
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The aim of this project is to develop a new method for introducing genes
into specific genomic loci using genome editing combined with fertilization. Initially, we designed
experiments to introduce marker genes encoding fluorescent protein into target genomic loci of mice,

and confirmed that the genes reconstructed after gene introduction can be accurately expressed and
detected in control experiments. Based on the results, experiments to introduce genes into mouse
genome were conducted and fluorescent signals were detected in some embryos.
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