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Analysis of the mechanism and function of REM sleep with genetic tools
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Mammalian sleep comprises two distinct stages: REM (rapid eye movement)
sleep and non-REM sleep. The mechanisms and functions of REM sleep are still poorly understood.

I have focused on the medulla, where active involvement in the regulation of REM sleep has been
recently suggested. As a result, I have succeeded in genetically identifying neurons that strongly
induce REM sleep. By utilizing mice in which the amount of REM sleep can be artificially controlled
established in this study, these results are expected to contribute to understanding the functions
of REM sleep in the future.
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