2020 2021

SARS-CoV-2 3CL

Development of a degrader for SARS-CoV-2 3CL protease

Konno, Sho
2,200,000
COoVID-19 SARS-CoV-2
3CL YH-53
3CL 3CL
COVID-19
COoVID-19 SARS-CoV-2

The novel coronavirus, SARS-CoV-2, has been identified as the causative
agent for the current coronavirus disease (COVID-19) pandemic. 3CL protease plays a pivotal role in
the processing of viral polyproteins. Herein, we developed 3CL protease degraders based on our
original 3CL protease innibitor YH-53. We demonstrated that most of synthesized 3CL protease
degraders showed comparable inhibitory activities of SARS-CoV-2 3CL protease with YH-53, which
suggests that these molecules have a potential to induce the degradation of 3CL protease. This study

would offer a new therapeutic strategy for a development of antiviral agents.
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