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We reported on 320 clinical isolates of M. abscessus species, showing that
M. abscessus, a more drug-resistant subspecies, may be more susceptible to rifabutin than M.
massiliense. Furthermore, the synergistic effect of the combination of rifabutin and omadacycline
was demonstrated in an experiment using bacterial isolates. To investigate the difference in
susceptibility to rifabutin between strains, we analyzed the gene sequence of the
rifampicin-resistance determining region (RRDR), and found that the amino acid sequence was
identical in all clinical isolates. Because of a series of reports of decreased rifabutin MIC in
ADP-ribosyltransferase (Arr) gene (MAB_0591) knockout strains, we decided to investigate the gene
and amino acid sequence of MAB_0591 and its promoter region in clinical isolates, and are currently
analyzing the results.
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