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Comprehensive detection of high affinity TCRs specific for HTLV-1
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Recent studies have shown effectiveness and feasibility of adaptive transfer
therapies for treatment of patients with cancers. In this study, we focused on high affinity TCRs
(eligible for the therapies) specific for HTLV-1 antigen based on single cell analysis data from
HTLV-1 patients. HLA-I restricted TCRs from CD8 T cells, which expanded in TCR repertoire, were
transduced into primary T cells. Using cytokine production assay, we detected that the cloned TCRs
can recognize HLA-A24:02-restricted Tax301-309 on antigen presenting cells. Furthermore, we found
that the HTLV-1 specific TCRs were frequently detected from PBMCs and cerebrospinal fluid of HAM
patients. On the other hand, CD8 T cells derived from ATL patients did not show the specific
response against HLA-A24/Tax complexes, suggesting that HLA-A24/Tax specific CD8 T cells might
affect ATL onset in HTLV-1 carriers. We are ongoing further analysis of the Tax specific TCRs
focusing affinity of TCR-peptide/MHC complex.
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