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The analysis of tumor microenvironment of colon cancer using the spontaneous
liver metastasis model

YAMAMOTO, TAKAMASA

2,200,000
Kras+/LSL-G12D Pten(flox/flox) Cre Villin-Cre
’9 Kras+/LSL-G12D Pten(flox/flox) Villin-Cre (KPV ) KPV
KPV
Csf2,Csf3/Gesft,Pdgfh,Bv8/Prok2
KPV

Csf2,Csf3/Gest,Pdgfb,Bv8/Prok2

In this study, we tried to generate genetically engineered mouse models,
which develop spontaneous liver metastases derived from intestinal tumor. We established mice with
Kras+/LSL-G12D and Ptenflox/flox transgene driven by villin-Cre (KPV mice). We confirmed that KPV
mice developed liver metastases derived from intestinal epithelial cells. Metastatic liver tumors

showed the up-regulation of Csf2, Csf2/Gcsf3, Pdgfb, Bv8/Prok2, compared with normal intestinal
epithelium, intestinal tumors, and normal liver.
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