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The mechanism of pancreatic cancer development focusing of acinar to ductal
metplasia and pancreatic microbiota
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In human pancreatic cancer surgical specimens, the formation of
acinar-to-ductal metaplasia (ADM) was observed around cancer cells, with varying amounts observed in
each case. Bacterial analysis using DNA from pancreatic cancer tissue showed no differences in the

types or proportions of bacteria based on ADM levels. However, when classifying 40 cases of
pancreatic cancer into high ADM and low ADM groups and evaluating the differences between the two
groups, it was found that the high ADM group occured early recurrence. In vitro experiments
demonstrated that ADM produced osteopontin and galectin-1 with secretion into the extracellular
space. Furthermore, ADM was found to enhance Akt phosphorylation in pancreatic cancer cells. Taken
together,lfhese findings suggest that ADM may be involved in the proliferation and survival of
cancer cells.
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