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Heterogeneity and Plasticity of DNA Methylation during Clonal Evolution in
Pancreatic Cancer
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We performed genome-wide DNA methylation analysis using multisampling
methods with FFPE samples at the department of pathology, Kyorin University, School of Medicine. We
optimized our DNA extraction protocol and successfully gained high-quality genome-wide DNA
methylation data. We are currently integrating our data with data from Memorial Sloan-Kettering
Cancer Center to search for intratumoral heterogeneity in DNA methylation, its plasticity during
clonal evolution, and functional annotations of these intratumoral differentially methylated genes.
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