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Establishment of a Novel Liquid Biopsy Technique for Colorectal Cancer Using
MicroRNA Editing in Blood
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Since cancer cells change their properties during the course of treatment,

there is no assurance that the information from the primary tumor is the same in the metastases as
it is in the metastases. Based on the results of our previous RNA editing analysis, we thought that
the concept of liquid biopsy could be applied not only to DNA but also to RNA editing. However, RNA
editing analysis using next-generation sequencers is expensive and requires a large amount of RNA to
be analyzed, making i1t impossible to detect the small amount of edited miRNAs derived from tumors

in blood.

We were able to overcome this technical challenge by developing a novel TagmanPCR primer. It is now
possible to detect RNA editing of microRNAs in tumor cells even from minute amounts of RNA.
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