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Functional analysis of alpha-2-glycoprotein 1, zinc-binding (ZAG) on host immune
response in breast cancer microenvironment.
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The association between AIpha-Z—?choprotein 1; ZAG expression and the
inical specimens. We found that ZAG

immunological status of breast cancer were analyzed in ¢
expression was inversely associated with macrophage infiltration into the tumor microenvironment and

expression of M1 differentiation marker, CD86. In the M1 / M2 differentiation model system using
the macrophage model cell line, THP-1, ZAG did not affect the differentiation of THP-1, but ZAG
slightly reduced the expression of a M1 differentiation marker,CD80 in macrophage derived from human

peripheral blood.
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Correlation between AR and ZAG
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Table 1. Summary of correlation coefficient between AR(%) and
immune cell composition (count / g)
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Table 2. Summary of correlation coefficient between ZAG (H
score) and immune cell composition (count / g)

Spearmanr 95% confidence interval  p-value Spearmanr 95% confidence interval _p-value
Luekocyte -0.3467 -0.5870 to -0.05029 0.020* Luekocyte -0.1401 -0.4238 t0 0.1688 0.359
Total T -0218 -0.4876 t0 0.08962 0.150 Total T -0.04952 -0.3460 to 0.2560 0.747
CD4+T -0.2354 -0.5015 t0 0.07137 0.120 CD4+T -0.02987 -0.3286 to 0.2743 0.846
CD8+T -0.1543 -0.4357 to 0.1546 0.312 CD8+T 0.01042 -0.2922 t0 0.3111 0.946
B -0.1605 -0.4409 to 0.1483 0.292 B 0.03132 -0.2729 t0 0.3299 0.839
Mo / M¢ -0.3805 -0.6119 to -0.08903 0.010* Mo /M¢ -0.366 -0.6013 to -0.07233 0.013*
CD16+ Mo -0.3028 -0.5538t0-0.001177  0.043* CD16+ Mo -0.2586 -0.5197 to 0.04674 0.086
MDSC -0.368 -0.6028 to -0.07464 0.013* MDSC -0.3824 -0.6133 to -0.09124 0.010*
DC -0.4512 -0.6627 to -0.1731 0.002* DC -0.197 -04707 t0 0.1113 0.195
mDC -0.3806 -0.6120 to -0.08910 0.010* mDC -0.2531 -0.5154 t0 0.05263 0.094
minor NK -0.2393 -0.5046 to 0.06722 0.113 minor NK -0.06802 -0.3623 to 0.2386 0.657
NK -0.004357 -0.3056 to 0.2977 0977 NK 0.1536 -0.1553 t0 0.4351 0314
NKT -0.2389 -0.5042 to 0.06769 0.114 NKT -0.05704 -0.3527 t0 0.2489 0.710
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Systematic analysis of immune cell composition revealed immunological profile of breast cancer microenvironment represented
by histologically assessed tumor-infiltrating lymphocyte and PD-L1 expression
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