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Identification of risk factors for lifestyle-related diseases in fetal growth
retardation using umbilical cord-derived mesenchymal stem cells.
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We analyzed the transcriptome of umbilical cord-derived mesenchymal stem
cells established from neonates with and without preterm birth and delayed fetal growth (SGA) in
four groups. In the preterm SGA, the expression of genes involved in pathological conditions such as

muscle structure development, heart development, renal system development, Vascular Diseases,
Weight Gain, and Muscle Damage was upregulated. This study suggests that UCMSCs analysis may serve
as a powerful model for disease pathogenesis.
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Gene expression profile analysis of the Umbilical cord derived mesenchymal stem cells revealed the difference in fetal
programming between preterm SGA and term SGA
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