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Analyses for mechanisms of hepatocarcinogenesis in non-fibrotic liver infected
with hepatitis B virus
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In general, hepatocellular carcinoma (HCC) develops in cirrhotic liver as a
result of accumulation of mutations in cancer-associated genes. However, HCC also develops in
non-cirrhotic liver in hepatitis B virus (HBV) infected patients, suggesting the existence of
unknown mechanisms of carcinogenesis different from mutation accumulation. To clarify the genetic
landscape of HBV-related HCC in non-cirrhotic liver, we performed targeted deep sequencing of
cancer-associated genes and chromosomal copy number analysis for 9 HCCs derived from non-cirrhotic
patients and 10 HCCs from cirrhotic patients.

Target deep sequencing revealed low frequency of genetic mutations in cancer-associated genes,

whereas copy number analysis revealed higher frequency of copy number loss of chromosomal regions

containing tumour suppressor genes in non-cirrhotic patients compared to those in cirrhotic

p?tients. The results indicate that chromosomal loss contributes to HCC development in non-cirrhotic
iver.
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