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Exploring the circulating microRNA connecting obese and idiopathic aldosteronism

Nakano, Yujiro
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Primary aldosteronism (PA) increases the risk of cardiovascular disease.
Idiopathic aldosteronism (IHA) which requires lifelong medication, is suggested to be associated
with obesity. We examined the pathological significance of circulating microRNA (miR) which is
specifically elevated in the obese IHA. MiRs in circulating exosomes were extracted from obese IHA
patients, non-obese IHA, and obese non-IHA, in 4 cases each, and miR expression was comprehensively
analyzed. Target genes of the obtained candidate miRs were predicted using an online database.
Several genes involved in aldosterone production; the expression of multiple ion channels or Wnt

signal, were found.
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N =4 in the each group

Median (25%-75%)

miR AR -JEIHA WH-HA AR -IHA
Age 43 (40-47) 62 (57-65) 36 (28-46)
BMI 34.7 (30.3-40.5) 21.5(20.9-21.8) 34.9 (31.9-41.0)
sBP 133 (119-150) 126 (123-131) 138 (129-148)
dep 97 (88-99) 84 (81-86) 89 (80-101)
; Cre 0.79 (0.7-0.85) 0.70 (0.64-0.71) 0.62 (0.56-0.70)
C. IHA miR oGFR 82.7 (74.9-90.8) 86.4 (81.7-91.3) 100.1 (95.0-103.4)
renin 1.8 (1.4-2.4) 0.4 (0.3-0.4) 0.6 (0.3-0.8)
IHA 1 2 aldosterone 299 (189-351) 155 (105-188) 157 (145-161)
ARR 96 (88-160) 309 (298-352) 251 (196-350)
ACTH 53.1(34.0-58.8) 47.1(42.4-48.0) 64.1 (51.1-85.2)
—_— cortisol 6.1(5.9-12.1) : 15.3 (14.2-15.7) 14.3 (13.4-15.5)
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