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Investigations into regulatory mechanisms of glucose metabolism by a
multifunctional peptidase controlling inter-organ networks

Matsuda, Shintaro
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Based on previous results that glucose tolerance and insulin sensitivity
were improved in mice with adipocyte-specific deletion of Nardilysin (NRDC), a metalloproteinase
belonging to the M16 family, by feeding them a high-fat diet compared to control mice, we worked to
elucidate the mechanisms using these mice and 3T3-L1 adipocytes. Adipocytes with NRDC knockdown had
decreased cellular oxygen consumption and significantly decreased expression of hypoxia-inducible
factor (HIF1-alpha) under hypoxic conditions, suggesting that NRDC regulates inflammation and
glucose metabolism in adipose tissue through the cellular oxygen environment.
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