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Recently, it has been revealed that some patients with non-B non-C
hepatocellular carcinoma are positive for HBc antibody, a marker of pre-existing HBV infection.
Although this indicates that there is a relationship between pre-existing HBV infection and the
development of hepatocarcinogenesis, how HBV pre-existing infection causes hepatocarcinogenesis has
remained unclear. Therefore, we attempted next-generation sequencing analysis to investigate the
effect of HBV genome insertion on carcinogenesis using HBc positive non-B non-C hepatocellular
carcinoma. Although next-generation sequencing analysis could not be performed due to the effect of
the SARS-CoV-2, we examined the effect of deletion of the HBV genome insertion site, which had
already been reported in cultured cells, to clarify that the HBV genome insertion is involved in
tumorigenesis. The results showed that the insertion of the HBV genome is involved in tumorigenesis.
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