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Evaluation of genetic diversity during the decline and recovery of coastal plant
communities

Tsunamoto, Yoshihiro
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Clonal structure of four coastal plants was analyzed. Clonal identification
showed that clones of various sizes are overlapped with each other. The maximum clone size detected
was 1,700 m for Leymus mollis, 29 m for Calystegia soldanella, 37 m for Lathyrus japonicus, and 10 m

for Linaria japonica.

Fruiting rate of C. soldanella and L. japonicus was surveyed at sites with various coverage of
inland plants. For both species, seed production efficiency is reduced where the coverage of inland
plants is high, which may cause the loss of genetic diversity in the future.

Genetic diversity of coastal plants after vegetation removal was evaluated. Recovery of genetic
diversity was observed for only C. soldanella and L. mollis.
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