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Metagenomic analysis revealed that some citizens of Kolkata have a small
number of V. cholerae in their intestines as a subclinical infection. In order to efficiently obtain
the whole genome sequences of V. cholerae that cause subclinical infection, we made DNA probes
targeting the V. cholerae genome. In addition, the transport mechanism of soluble colonization
factor secreted by V. cholerae was elucidated by the crystal structures and interaction analysis.
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