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Analysis of epigenome and metabolic phenotypes in Thai liver fluke-associated
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It has been reported that in certain regions of Thailand, there are man%
cases of cholangiocarcinoma (CCA) closely related with parasites and diabetes. The purpose of this
study was to elucidate the metabolic characteristics of CCA cells from the perspective of epigenomic

regulation, and to approach the development of cancer diagnosis and control methods based on the
molecular pathology. Metabolism and epigenome reprogramming in cancer cells have attracted
attention, but many aspects of their molecular mechanisms remain unclear. In this study, we looked
at cancer metabolism from a new perspective: the switching of metabolic strategies by the epigenome
mechanism. We aimed to elucidate the biological significance of tumors by elucidating the mechanisms
by which high glucose, oxidative stress, and lactic acidosis in the microenvironment promote
metabolic and phenotypic remodeling in cholangiocarcinoma cells.
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