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Heterochromatin dysfunction and its related diseases induced by impaired DNA
demethylation
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We analyzed the association between elevated RNA transposon expression due
to heterochromatin dysfunction and the leukemogenesis by using TET-deficient mice as a model.
Experimental data were obtained at the La Jolla Institute for Immunology, the main collaborating
overseas research institute. Data analysis was supported by University of California, San Diego. As
a result of our research, we found a region where heterochromatin was switched to euchromatin by TET

deficiency, and RNA transposon expression was induced. The region encodes the Stefin gene cluster,
whose human homolog gene expression levels were well-correlated with cancer patients’ prognosis.
These findings indicate that heterochromatin dysfunction potentially leads to leukemogenesis through
upregulation of RNA transposons.
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