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WFZER RO (953C) : We analyzed genomic aberrations (gene copy number aberrations,
aberrant expressions of mRNA and microRNA) of gastric carcinomas, renal cell carcinomas
and colon carcinomas using microarray. Our study revealed that 1) miR-375 is a tumor
suppressor microRNA of gastric carcinoma; 2) Upregulated miR-210 in renal cell
carcinomas brought about aneuploidy to carcinoma cells; and 3) Savl gene is a tumor
suppressor gene of renal cell carcinoma.
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