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Spliceostatin A (SSA) is a chemically stable derivative of anticancer natural prod

uct FR901464, which we identified as the first splicing inhibitor that binds the splicing factor SF3b. SSA
provides a unique opportunity to analyze novel function of splicing factors and introns. This project aim
s to elucidate unknown roles of splicing factors by analyzing the mechanisms by which SSA induces a variet
y of phenotypes. In consequence, we demonstrated that splicing factors targeted by SSA are involved in the
regulation of pre-mRNA nuclear retention, transcriptional elongation, polyadenylation, and subcellular lo

calization of nuclear non-coding RNAs.
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