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Bread has been a popular food from ancient times all over the world. Traditional breads
including naan, chapati, and montou are produced in stone ovens, tandoors, or other types
of oven, with steam, or other means. Microorganisms including yeast as well as Bacillus
and Lactocacillus could be observed microscopically, which means that a variety of
microorganisms are involved in the fermentation process. Proteins in the bread were
converted to lower-molecular-weight molecules, particularly those in the 15-16 kD and
31-37 kDa bands, resulting in decreased allergens with microorganisms. By combination
of intermediate alleles, the genotyping of Saccharomyces cerevisiae from NBRC and bread
samples showed them to be different between regions and countries. Dry commercial baker’ s
yeast (Saccharomyces cerevisiae) and yveast used in bread were the closest in the
neighbour—joining tree, showing the validity of the results. In addition, the effect of

heating method (oven, frying, steaming) was small, and formed the same cluster.
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