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During bioremediation, pollutants are degraded by consortia, but each microbial
function and their interactions are still unclear. In this study, we tried to establish a
novel method, SIP-D that could detect assimilative degraders, and also to improve
degradability of bioremediation and to clear microbial network. Consequently, mixed
cultures of fungi and bacteria were effective for degradation of high-molecular-weight
pollutant, and overview of microbial networks in tetrachloroethylene and oil
degradation were characterized.
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