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In this study, we analyzed the sequences of small RNAs (miRNA, piRNA, siRNA)

extracted form tissues (Fast muscle, slow muscle, intestine, eye, brain, liver, ovary,
testis, and embryos) of medaka (Oryzias latipes) and torafugu (Takifugu rubripes), and
showed the expression profiles of the RNAs. In the tissues except for ovary and testis,
the major species of expression were miRNAs, whereas in the ovary and testis, those
were assumed to be piIRNAs. There were found many unknown RNA species that were

commonly expressed in medaka and torafugu.
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