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WFZER R OBEZE (3C0) : In cells, the carbohydrate moieties serve as tags for the quality
control of glycoproteins through interactions with a variety of lectins. To elucidate the
mechanisms underlying the glycoprotein quality control by the lectins that cycle between
the endoplasmic reticulum and the Golgi, we provided the structural basis for their
molecular recognition and complex formation by structural biological approaches such as
X-ray crystallography. Furthermore, we successfully developed novel NMR methods for
detailed analyses of conformational dynamics of the carbohydrate chains involved in this
system.
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