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In the fruit breeding, shortening the selection period is very important because |
ong years, considerable costs, and labor are needed for the selection.
Nowadays, the breeding efficiency could be improved bz using the marker-assisted selection (MAS) according
to the genomic information. However we had no enough genomic information about chestnuts. In this resea
rch we constructed genomic basis for realizing MAS in Japanese chestnut.
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