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FZERCE OB (3 30) : The world’s first whole life-cycle stage proteome and EST data bases
were established. These databases could potentially promote basic studies on control
measures of human and animal African trypanosomoses. In addition, identification,
cloning and characterization of congolense epimastigote specific protein (CESP) provided a
novel knowledge which enhances further studies on trypanosome control strategies in its
vector insect, tsetse.
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