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Development of Pharmacogenomics in Clinical Oncology
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Now, 30% of people are death by cancer and 70% of humans are said to be once troubled
with cancer in the future near aging society. therefore, the thing for which promotion of
Personalized Oncology called ideal medical model is aimed at -- people -- it wishes widely.
Especially simultaneously with evaluation of the immunity character characteristic
(Immunophenotype) of the position of a clinical examination to "cancer cell, or the gene
characteristic (Cytogenetic), it is the constitutional characteristic (germ-line-genes
information) and the tumor genome characteristic of an individual. It is made to meet
and genomic test system which can contribute to development of Personalized Oncology
simultaneously is built. The part was carried out for the purpose of things.
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