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Screening, identification and forensic application of age-related biomolecules
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1. To search for age-dependently expressed genes, cells were transfected with siRN
A duplexs targeting either Rhit or M-LP. Statistically significant alteration was observed in the expressi
on of sixty four genes. 2. RhitH was confirmed to be involved in transcriptional regulation of M-LPH. 3. C
is-regulatory elements in the RhitH gene were searched, and two transcription factors were identified: FOX
D3 as a negative regulatory element, and GABP, one of the key regulators of the mitochondrial electron tra
nsport system, as a positive regulatory element. 4. M-LPH functions to protect cells from oxidative stress
and/or initiation of the mitochondrial apoptotic cascade under stressed conditions. 5. Simple methods for
genotyping of SNPs in the Gpx and RhitH genes were established. 6. The mRNA levels of RhitH and M-LPH in
adglt_and fetal tissues were analyzed. The M-LPH levels in adult tissues were much higher than those in fe
tal tissues.
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