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A study on regulatory genomic regions and functional RNAs
in pancreatic B -cells.
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Wi 2 A A 7212, T~ M B MIEEE INS-1D M@ 5. Vector—capping L& HWTERE
cDNA 54 75U —%ERR L7, 26,976 7 2 — 22UV T 5’ ] one pass > — 27 =2 A &E{TU>,
T—HDWET = 716,042 7 T AKX — %157, BB MIEHAEICEE D D W D OBEE I
DNT, BEfE K& B DEEREANFEE S, IRER S T ARSI 7 ) A5/
B S et 21T o7, £/ 520372 ORF (Open reading frame) #&7-7. A 2 2V 5
ICBI5- L 9D 5., BEEER 72 non—coding RNA (ncRNA) & 1EfE L7=,

WFZER RO EE  (330) : Insulin producing pancreatic 8 —cells are highly differentiated
tissue, In order to elucidate molecular mechanisms of transcriptional regulation in
B —cells, we constructed a novel full-length ¢DNA library by Vector—capping method from
rat B -cell line INS-1D cells, and performed a 5’ —one pass shotgun sequencing with 26, 976
clones, resulting in 6,042 clusters. We identified novel transcriptional start sites
(TSSs) and possible transcriptional regulatory regions for some genes. We also obtained
several functional non—coding RNA (ncRNA) candidates, which may be involved in insulin
secretion. Thus, our system should serve as a novel tool for investigating ‘RNA world’
of pancreatic B -cells.
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