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In the last decade, a near consensus has emerged in supporting single African origin of
modern humans in east Africa. However, the pattern of dispersal and global diversity,
as well as colonization history of modern human populations are far from obvious and focus
of heated debate. 1In this study, equilibriummodels of isolation by distance were applied
to metric and nonmetric dental datasets for 10 major geographic samples from around the
world. Linear and nonlinear regression analysis showed that phenotypic similarity
between populations decreases as the geographic distance increases, indicating that
geographic distance is one of the significant and primary determinants of not only genetic
but also phenotypic variation between human population groups. The difference of
morphological diversity within and between regional populations confirms, moreover, the
primary role of sub—Saharan Africa in the evolution of our species. The variation of
Fast/Southeast Asians is relatively large, suggesting a complex population history such
as possible earlier divergence and multiple migrations from outside sources. On the
other hand, the pattern of dental variation and affinities among major geographic
populations indicating extreme isolation and subsequent retaining of upper Palaeolithic
features in Australians and to a lesser extent Melanesians. The present findings suggest
that the global pattern of dental variation is more or less similar to that expected under
a neutral model of genetic drift balanced by gene flow.
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