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WFFER R OMEEE (3£30) : Disease-associated mutations in ryanodine receptor/Ca2+ release
channel hyperactivate the channel. Interdomain interaction is proposed to be involved in
the mechanism of hyperactivation. Here, we examined interaction between subdomains 1
and 2 by nanogold labeling and FRET. We found that subdomains 1 and 2 are closely
located and interact to each other. In addition, mutations in subdomain 3 may affect the
channel gating by altering the interaction via the S4-S5 linker.
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