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Molecular network supporting chromosomal stability
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WFIER R OBEEE (33L) : We searched for molecules involved in chromosomal stability, and
identified a novel molecule, CAMP (chromosome alignment-maintaining phosphoprotein; C13orf8,
ZNF828). CAMP is supposed to contribute to chromosome segregation through the maintenance of
kinetochore-microtubule attachment. Mutations in CAMP were suggested to be related to oncogenesis.
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