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The chemical instability of fish collagen, higher solubility to dilute acetic acid,
indicates that the intermolecular cross—1links in fish collagen differ from those in mammal
collagen in quantity and/or quality. In fish, however, little information is available
on the collagen cross—1links, and the mechanism of cross—1ink formation has not been clear.
To obtain the fundamental information on the regulatory mechanism of
collagen—cross—linking pathway in fish, the author conducted cDNA cloning of fugu
Takifugu rubripes LHs (LH1, 2a, 2b and 3) and performed expression analysis in the adult
tissues and the embryos.
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B ARBFFEIIMH I N TE LT, £/,
—IRREEIZRET DA b O TR TV
b, T TETHOW, T T7F LHL, 2 8B
LT3 D cDNA 7 B—= 7 %fT\, Ik
1% DR &7 7=,

777 LHIZDOWT, cDNA /7 a—=7
{To7-. b7 LHL cDNAIZ, 5 FEFER
FEIEIZ 165 bp, ORF |Z 2187 bp., 3’ JFEHFHERFE
iz 781bp A L. &5 3134bp TH o7,
TERET 2 BRRCANIX 729 7 2 Wik L v %
ENTERY, FORS L EHE IS T
mE L OEBEAIIENEI 84, 385 B L T5. 8
ThHoT,

k7 7 LH2 (28 TiE, RT-PCR D H,
2 OOHENEW 23S Dtz HEILECS & AT
L7-fEE, Znbi3dLic b 77 L2 Th S
T EMER LT, IR A XD/ S N H D,
RKEWHLDOZENEN T 7 F LH2a BLW
LH2b & L7z, LH2b (Z1% 498 FEILH D A FF
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